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Legend for links to other resources: Il'l Uni Gene E CEO E Gene E Structure E:l [
Sequences producing significant alignnments:
(dick headers to sort col ums)

Borrelia sp. BR 2007 16S ri bosomal RNA gene, 48. 48. 100% 4e-04 100%
EU240885.1 partial sequence

Borrelia garinii gene for 16S rRNA, partial 48. 48. 100% 4e-04 100%
D89900. 1 sequence, strain: Bernie

Borrelia burgdorferi isolate M-1 16S 48. 48. 100% 4e-04 100%
EU025065.1 ribosonal RNA (rrs) gene, partial sequence

Borrelia burgdorferi isolate SCW60 16S 48. 48. 100% 4e-04 100%
EU025064.1 ribosomal RNA (rrs) gene, partial sequence

Borrelia burgdorferi isolate SCW59 16S 48. 48. 100% 4e-04 100%
EU025063.1 ribosomal RNA (rrs) gene, partial sequence

Borrelia burgdorferi isolate SCW58 16S 48. 48. 100% 4e-04 100%
EU025062.1 ribosomal RNA (rrs) gene, partial sequence

Borrelia burgdorferi isolate SCW57 16S 48. 48. 100% 4e-04 100%
EU025061.1 ribosomal RNA (rrs) gene, partial sequence

Borrelia burgdorferi isolate SCW54 16S 48. 48. 100% 4e-04 100%
EU025060.1 ribosomal RNA (rrs) gene, partial sequence

Borrelia burgdorferi isolate SCW61 16S 48. 48. 100% 4e-04 100%
EU025059.1 ribosomal RNA (rrs) gene, partial sequence

Borrelia burgdorferi isolate SCW48 16S 48. 48. 100% 4e-04 100%
EU025058.1 ribosonmal RNA (rrs) gene, partial sequence

Borrelia burgdorferi isolate SCW47 16S 48. 48. 100% 4e-04 100%
EU025057.1 ribosonal RNA (rrs) gene, partial sequence

Borrelia burgdorferi isolate SCW44 16S 48. 48. 100% 4e-04 100%
EU025056.1 ribosomal RNA (rrs) gene, partial sequence

Borrelia burgdorferi isolate SCW43 16S 48. 48. 100% 4e-04 100%
EU025055.1 ribosomal RNA (rrs) gene, partial sequence

Borrelia burgdorferi isolate SCW12 16S 48. 48. 100% 4e-04 100%
EU025054.1 ribosomal RNA (rrs) gene, partial sequence

Borrelia burgdorferi isolate SCW9 16S 48. 48. 100% 4e-04 100%
EU025053.1 ribosomal RNA (rrs) gene, partial sequence

Borrelia burgdorferi isolate SCW6 16S 48. 48. 100% 4e-04 100%
EU025052.1 ribosomal RNA (rrs) gene, partial sequence

Borrelia burgdorferi isolate SCW4 16S 48. 48. 100% 4e-04 100%
EU025051.1 ribosomal RNA (rrs) gene, partial sequence

Borrelia burgdorferi isolate SCW2 16S 48. 48. 100% 4e-04 100%
EU025050.1 ribosonmal RNA (rrs) gene, partial sequence

Borrelia burgdorferi isolate SI-18 16S 48. 48. 100% 4e-04 100%
EU025049.1 ribosonmal RNA (rrs) gene, partial sequence

Borrelia burgdorferi isolate SI-17 16S 48. 48. 100% 4e-04 100%
EU025048.1 ribosomal RNA (rrs) gene, partial sequence

Borrelia burgdorferi isolate SI-16 16S 48. 48. 100% 4e-04 100%
EU025047.1 ribosomal RNA (rrs) gene, partial sequence

Borrelia burgdorferi isolate SI-19 16S 48. 48. 100% 4e-04 100%
EU025046.1 ribosomal RNA (rrs) gene, partial sequence

Borrelia burgdorferi isolate Sl-14 16S 48. 48. 100% 4e-04 100%
EU025045.1 ribosomal RNA (rrs) gene, partial sequence

Borrelia burgdorferi isolate SCSC-6 16S 48. 48. 100% 4e-04 100%
EU025044.1 ribosomal RNA (rrs) gene, partial sequence

Borrelia burgdorferi isolate SCSC-5 16S 48. 48. 100% 4e-04 100%
EU025043.1 ribosomal RNA (rrs) gene, partial sequence

Borrelia burgdorferi isolate SCSC-3 16S 48. 48. 100% 4e-04 100%
EU025042.1 ribosonal RNA (rrs) gene, partial sequence
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Borrelia burgdorferi isolate SCSC-2 16S 48.1 48.1 100% 4e-04 100%
EU025041. ri bosomal RNA (rrs) gene, partial sequence

Borrelia burgdorferi isolate SCl-1 16S 48. 48. 100% 4e-04 100%
EU025040. ri bosomal RNA (rrs) gene, partial sequence

Borrelia burgdorferi isolate SCGT-17 16S 48. 48. 100% 4e-04 100%
EU025039. ri bosomal RNA (rrs) gene, partial sequence

Borrelia burgdorferi isolate SCGT-16 16S 48. 48. 100% 4e-04 100%
EU025038. ri bosomal RNA (rrs) gene, partial sequence

Borrelia burgdorferi isolate SCGI-7 16S 48. 48. 100% 4e-04 100%
EU025037. ri bosomal RNA (rrs) gene, partial sequence

Borrelia burgdorferi isolate SCGI-4 16S 48. 48. 100% 4e-04 100%
EU025036. ri bosomal RNA (rrs) gene, partial sequence

Borrelia burgdorferi isolate SCCH 30 16S 48. 48. 100% 4e-04 100%
EU025035. ri bosomal RNA (rrs) gene, partial sequence

Borrelia burgdorferi isolate SCCH 28 16S 48. 48. 100% 4e-04 100%
EU025034. ri bosomal RNA (rrs) gene, partial sequence

Borrelia burgdorferi isolate SCCH 25 16S 48. 48. 100% 4e-04 100%
EU025033. ri bosomal RNA (rrs) gene, partial sequence

Borrelia burgdorferi isolate SCCH 24 16S 48. 48. 100% 4e-04 100%
EU025032. ri bosomal RNA (rrs) gene, partial sequence

Borrelia burgdorferi isolate SCCH 31 16S 48. 48. 100% 4e-04 100%
EU025031. ri bosomal RNA (rrs) gene, partial sequence

Borrelia burgdorferi isolate BUL-8 16S 48. 48. 100% 4e-04 100%
EU025030. ri bosomal RNA (rrs) gene, partial sequence

Borrelia burgdorferi isolate BUL-3 16S 48. 48. 100% 4e-04 100%
EU025029. ri bosomal RNA (rrs) gene, partial sequence

Borrelia burgdorferi isolate SCW3 16S 48. 48. 100% 4e-04 100%
EU014810. ri bosomal RNA (rrs) gene, partial sequence

Borrelia burgdorferi isolate SCw 62 16S 48. 48. 100% 4e-04 100%
EU014809. ri bosomal RNA (rrs) gene, partial sequence

Borrelia burgdorferi isolate SCW53 16S 48. 48. 100% 4e-04 100%
EU014808. ri bosomal RNA (rrs) gene, partial sequence

Borrelia burgdorferi isolate SCW25 16S 48. 48. 100% 4e-04 100%
EU014807. ri bosomal RNA (rrs) gene, partial sequence

Borrelia burgdorferi isolate SI-15 16S 48. 48. 100% 4e-04 100%
EU014806. ri bosomal RNA (rrs) gene, partial sequence

Borrelia burgdorferi isolate SCl -1 16S 48. 48. 100% 4e-04 100%
EU014805. ri bosomal RNA (rrs) gene, partial sequence

Borrelia burgdorferi isolate SCCH 19 16S 48. 48. 100% 4e-04 100%
EU014804. ri bosomal RNA (rrs) gene, partial sequence

Borrelia burgdorferi isolate SCCH 13 16S 48. 48. 100% 4e-04 100%
EU014803. ri bosomal RNA (rrs) gene, partial sequence

Borrelia burgdorferi isolate SCCH 9 16S 48. 48. 100% 4e-04 100%
EU014802. ri bosomal RNA (rrs) gene, partial sequence

Borrelia burgdorferi isolate SCCH 3 16S 48. 48. 100% 4e-04 100%
EU014801. ri bosomal RNA (rrs) gene, partial sequence

Borrelia burgdorferi isolate BUL-10 16S 48. 48. 100% 4e-04 100%
EU014800. ri bosomal RNA (rrs) gene, partial sequence

Borrelia burgdorferi isolate BUL-6 16S 48. 48. 100% 4e-04 100%
EU014799. ri bosomal RNA (rrs) gene, partial sequence

Borrelia burgdorferi isolate BUL-5 16S 48. 48. 100% 4e-04 100%
EU014798. ri bosomal RNA (rrs) gene, partial sequence

Borrelia burgdorferi isolate BUL-4 16S 48. 48. 100% 4e-04 100%
EU014797. ri bosomal RNA (rrs) gene, partial sequence

Borrelia burgdorferi isolate BUL-1 16S 48. 48. 100% 4e-04 100%
EU014796. ri bosomal RNA (rrs) gene, partial sequence

Borrelia afzelii strain Novl1105 16S ri bosonal 48. 48. 100% 4e-04 100%
EF541175. RNA gene, partial sequence

Borrelia afzelii strain Novl1506 16S 48. 48. 100% 4e-04 100%
EF541174. ri bosomal RNA gene, partial sequence
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Borrelia garinii strain Nov9906 16S ribosonal 48.1 48.1 100% 4e-04 100%
EF488991. RNA gene, partial sequence

Borrelia garinii strain Nov7006 16S ri bosonal 48. 48. 100% 4e-04 100%
EF488990. RNA gene, partial sequence

Borrelia garinii strain Novl4506 16S 48. 48. 100% 4e-04 100%
EF488989. ri bosomal RNA gene, partial sequence

Borrelia garinii strain 05-F35P 16S ri bosonal 48. 48. 100% 4e-04 100%
DQ463373. RNA gene, partial sequence

Borrelia spielmanii partial 16S r RNA gene, 48. 48. 100% 4e-04 100%
AML82231. strain PJes

Borrelia spielmanii partial 16S r RNA gene, 48. 48. 100% 4e-04 100%
AML82230. strain PAnz

Borrelia spielmanii partial 16S rRRNA gene, 48. 48. 100% 4e-04 100%
AML82229. strain PMai

Borrelia spielmanii partial 16S r RNA gene, 48. 48. 100% 4e-04 100%
AML82228. strain PMew

Borrelia spielmanii partial 16S r RNA gene, 48. 48. 100% 4e-04 100%
AML82227. strain PHap

Borrelia spielmanii partial 16S r RNA gene, 48. 48. 100% 4e-04 100%
AML82226. strain PSigll

Borrelia sp. Ir-3519 partial 16S rRNA gene, 48. 48. 100% 4e-04 100%
AMA18456. i solate Ir-3519

Borrelia sp. 1r-4812 partial 16S rRNA gene, 48. 48. 100% 4e-04 100%
AMA18455. i solate Ir-4812

Borrelia sp. Ir-4721 partial 16S rRNA gene, 48. 48. 100% 4e-04 100%
AVA18454. isolate Ir-4721

Borrelia garinii partial 16S r RNA gene, 48. 48. 100% 4e-04 100%
AVA18453. i solate 1r-2200

Borrelia val aisiana strain M/ 16S ri bosonal 48. 48. 100% 4e-04 100%
DQB93306. RNA (rrs) gene, partial sequence

Borrelia val ai siana strain Anb0l 16S 48. 48. 100% 4e-04 100%
D@93305. ri bosomal RNA (rrs) gene, partial sequence

Borrelia californiensis strain CA443 16S 48. 48. 100% 4e-04 100%
D@93304. ri bosomal RNA (rrs) gene, partial sequence

Borrelia californiensis strain CA4A04 16S 48. 48. 100% 4e-04 100%
DQB93303. ri bosomal RNA (rrs) gene, partial sequence

Borrelia andersonii strain 19952 16S 48. 48. 100% 4e-04 100%
D@B93302. ri bosomal RNA (rrs) gene, partial sequence

Borrelia andersonii strain 21133 16S 48. 48. 100% 4e-04 100%
DQ393301. ri bosomal RNA (rrs) gene, partial sequence

Borrelia andersonii strain 21123 16S 48. 48. 100% 4e-04 100%
DQ@B93300. ri bosomal RNA (rrs) gene, partial sequence

Borrelia burgdorferi strain 5LM218 16S 48. 48. 100% 4e-04 100%
D@B93299. ri bosomal RNA (rrs) gene, partial sequence

Borrelia burgdorferi strain 251094 16S 48. 48. 100% 4e-04 100%
DQ@B93298. ri bosomal RNA (rrs) gene, partial sequence

Borrelia burgdorferi strain Sh-2-82 16S 48. 48. 100% 4e-04 100%
D@93297. ri bosomal RNA (rrs) gene, partial sequence

Borrelia sp. W7F51 16S ri bosomal RNA gene, 48. 48. 100% 4e-04 100%
AY884354. partial sequence

Borrelia val ai siana gene for 16S rRNA, 48. 48. 100% 4e-04 100%
AB091469. parti al sequence, strain: 0S66/01

Borrelia val ai siana gene for 16S rRNA, 48. 48. 100% 4e-04 100%
AB091465. partial sequence, strain:OS3/01

Borrelia val ai siana gene for 16S rRNA, 48. 48. 100% 4e-04 100%
AB091463. partial sequence, strain: OR5/01

Borrelia val ai siana gene for 16S rRNA, 48. 48. 100% 4e-04 100%
AB091460. partial sequence, strain:(0S115/01

Borrelia val ai siana gene for 16S r RNA, 48. 48. 100% 4e-04 100%

AB091457.

partial sequence, strain:O#5/01
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Borrelia val ai siana gene for 16S rRNA, 48.1 48.1 100% 4e-04 100%
AB091456. partial sequence, strain:CCl/01

Borrelia val ai siana gene for 16S rRNA, 48. 48. 100% 4e-04 100%
AB091468. partial sequence, strain: 0549

Borrelia val ai siana gene for 16S rRNA, 48. 48. 100% 4e-04 100%
AB091467. partial sequence, strain: (0542

Borrelia val ai siana gene for 16S rRNA, 48. 48. 100% 4e-04 100%
AB091466. partial sequence, strain:(OS31

Borrelia val ai siana gene for 16S rRNA, 48. 48. 100% 4e-04 100%
AB091464. partial sequence, strain: (0S28/01

Borrelia val ai siana gene for 16S r RNA, 48. 48. 100% 4e-04 100%
AB091462. partial sequence, strain: OMB2/01

Borrelia val ai siana gene for 16S r RNA, 48. 48. 100% 4e-04 100%
AB091461. partial sequence, strain:OV8/01

Borrelia val ai siana gene for 16S rRNA, 48. 48. 100% 4e-04 100%
AB091459. partial sequence, strain:OVbO

Borrelia val ai siana gene for 16S rRNA, 48. 48. 100% 4e-04 100%
AB091458. partial sequence, strain: O3

Borrelia afzelii gene for 16S rRNA, partial 48. 48. 100% 4e-04 100%
AB178152. sequence, strain:Nr63

Borrelia garinii gene for 16S rRNA, partial 48. 48. 100% 4e-04 100%
AB178151. sequence, strain:Nr267

Borrelia afzelii gene for 16S rRNA, partial 48. 48. 100% 4e-04 100%
AB178150. sequence, strain:Nr25

Borrelia val ai siana gene for 16S rRNA, 48. 48. 100% 4e-04 100%
AB178149. partial sequence, strain:Nr231

Borrelia garinii gene for 16S rRNA, parti al 48. 48. 100% 4e-04 100%

AB178148.

sequence, strain:Nr198
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>gb| EL240885.1] Borrelia sp. BR 2007 16S ri bosonmal RNA gene, partial sequence
Lengt h=809

Score = 48. l bits (24), Expect = 4e-04

Ident|t|es = 24/ 24 (100% Gaps = 0/24 (0%

St rand=PI us/ M nus

Query 1 TTICIGIACCT TCT TCATT|G|A|C|G 24

Sbjct 199 AJTCJTJTII' CCITITC]TJT 1I'll'CACG 176

Edbj | D89900. 1] Borrelia garinii gene for 16S rRNA, partial sequence, strain:
erni e

Lengt h=1130

Score = 48. l bits (24), Expect = 4e-04

Ident|t|es = 24/ 24 (100% Gaps = 0/24 (0%

St rand=Pl us/ M nus
Query 1

ATCTTTCGACCTTCT TCATTﬁAlch

ot ass WP BT o,

>gb| EU025065. 1|
artial sequence
engt h=1362

Score = 48. l bits (24), Expect
Identities = 24/ 24 (100% Gaps
St rand=Pl us/ M nus

Borrelia burgdorferi

isolate M-1 16S ri bosomal RNA (rrs) gene,

4e- 04
0/ 24 (0%

ATCTTTCGACCTTCT TCATTOACG 24

Syl i istbidlin tivida

>gb| EU025064. 1|
arti al sequence
engt h=1362

Score = 48. 1 bits (24), Expect

Identities = 24/ 24 (100°/<) Gaps
St rand=PI us/ M nus

Query

Borrelia burgdorferi

i solate SCW60 16S ri bosomal RNA (rrs) gene,

4e- 04
0/ 24 (0%

ATCTTTCGACCTTCT TCATTCACG

ot o1 WL o

>gb| EU025063. 1|
artial sequence
engt h=1362

Score = 48. 1 bits (24), Expect

Identities = 24/ 24 (100°/<) Gaps
St rand=Pl us/ M nus

Query 1

Borrelia burgdorferi

i solate SCW59 16S ri bosomal RNA (rrs) gene,

4e- 04
0/ 24 (0%

ATCTTTCGACCTTCT TCATTCACG

w351 WP L oo

>gb| EL025062. 1

arti al guence
engt h= 136
Score = 48.1 hits (24), Expect

Identities = 24/ 24 (100°/<) Gaps
St r and=PI us/ M nus

Borrelia burgdorferi

i solate SCW58 16S ri bosomal RNA (rrs) gene,

4e- 04
0/ 24 (0%

ATCTTTCGACCTTCT TCATTlCZiAlch 24

e 351 WP L 5o
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>gb| EU025061. 1|
artial sequence
engt h=1362

Score = 48. l bits (24), Expect

Identities = 24/ 24 (100% Gaps
St rand=Pl us/ M nus

Query 1

sbjct 331 ArCHT bRy

>gb| EU025060. 1|
artial sequence
engt h=1362

Score = 48. 1 bits (24), Expect
Identities = 24/ 24 (100°/<) Gaps
St rand=PI us/ M nus

Borrelia burgdorferi

Borrelia burgdorferi

file:///C:/Documents%20and%20Settings/u07210/0s%20meus%20d...
i solate SCW57 16S ri bosomal RNA (rrs) gene,

4e- 04
0/ 24 (0%

ATCTTTCGACCTTCT TCATTOACG

HAlch 308

i solate SCW54 16S ri bosomal RNA (rrs) gene,

4e- 04
0/ 24 (0%

ATCTTTCGACCTTCT TCATTCACG 24

e 351 WAESEREAER R

>gb| EU025059. 1|
arti al sequence
engt h=1362

Score = 48. 1 bits (24), Expect

Identities = 24/ 24 (100°/<) Gaps
St rand=PI us/ M nus

Query

e 351 WAErEREAER R

>gb| EU025058. 1|
artial sequence
engt h=1362

Score = 48. 1 bits (24), Expect

Identities = 24/ 24 (100°/<) Gaps
St rand=Pl us/ M nus

Query 1

sbjct 331 Wb rErrEAT

>gb| EU025057 1]
artial guence
engt h= 136

Score = 48. 1 bits (24), Expect
Identities = 24/ 24 (100°/<) Gaps
St rand=Pl us/ M nus

Borrelia burgdorferi

Borrelia burgdorferi

Borrelia burgdorferi

HAlch 308

i solate SCW61 16S ri bosomal RNA (rrs) gene,

4e- 04
0/ 24 (0%

ATCTTTCGACCTTCT TCATTCACG

lC!Alch 308

i solate SCW 48 16S ri bosomal RNA (rrs) gene,

4e- 04
0/ 24 (0%

ATCTTTCGACCTTCT TCATTCACG

lC!Alch 308

i solate SCW47 16S ri bosomal RNA (rrs) gene,

4e- 04
0/ 24 (0%

ATCTTTCGACCTTCT TCATTCACG 24

SN iHirpusblstiint

>gb| EU025056 1]
Eartl al guence
engt h= 136

Score = 48. 1 bits (24), Expect

Identities = 24/ 24 (100°/<) Gaps
St r and=Pl us/ M nus

Query 1

Sbjct 331 A#c###lllcc##c## ##

>gb| EU025055 1]
artial guence
engt h= 136

Score = 48. 1 bits (24), Expect
Identities = 24/ 24 (100°/<) Gaps
St rand=Pl us/ M nus

Borrelia burgdorferi

Borrelia burgdorferi

|C|A|C|G 308

i solate SCW44 16S ri bosomal RNA (rrs) gene,

4e- 04
0/ 24 (0%

ATCTTTCGACCTTCT TCATTCACG

|C|A|C|G 308

i solate SCW43 16S ri bosomal RNA (rrs) gene,

4e- 04
0/ 24 (0%
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Query 1 ATCTTTCGACCTTCTTCATTCACG

ot go1 WS oo,

>gb| EU025054. 1] Borrelia burgdorferi isolate SCW12 16S ri bosomal RNA (rrs) gene,
artial sequence
engt h=1362

Score = 48. l bits (24), Expect
Identities = 24/ 24 (1009@ Gaps
St rand=Pl us/ M nus

Query 1 ATCTTTCGACCTTCTTCATTCACG

S i sy s s

>gb| EU025053. 1] Borrelia burgdorferi isolate SCW9 16S ri bosomal RNA (rrs) gene,
artial sequence
engt h=1362

Score = 48. l bits (24), Expect
Ident|t|es = 24/ 24 (1009@ Gaps
St rand=PI us/ M nus

ATCTTTCGACCTTCTTCATTCACG 24

Sl i istbidlin tividn

>gb| EU025052. 1] Borrelia burgdorferi isolate SCW6 16S ri bosomal RNA (rrs) gene,
arti al sequence
engt h=1362

Score = 48. 1 bits (24), Expect
Identities = 24/ 24 (1009@ Gaps
St rand=PI us/ M nus

Query 1 ATCTTTCGACCTTCTTCATTCACG

e 351 WP L oo

>gb| EU025051. 1] Borrelia burgdorferi isolate SCW4 16S ri bosomal RNA (rrs) gene,
artial sequence
engt h=1362

Score = 48. 1 bits (24), Expect
Identities = 24/ 24 (1009@ Gaps
St rand=PI us/ M nus

Query 1 ATCTTTCGACCTTCTTCATTCACG

e 351 WP L 5o

>gb|EU025050 1| Borrelia burgdorferi isolate SCW2 16S ribosomal RNA (rrs) gene,

4e- 04
0/ 24 (0%

4e- 04
0/ 24 (0%

4e- 04
0/ 24 (0%

4e- 04
0/ 24 (0%

arti al guence

engt h= 136

Score = 48. 1 bits (24), Expect = 4e-04
Identltles = 24/ 24 (100@@ Gaps = 0/24 (0%

St r and=Pl us/ M nus
ATCTTTCGACCTTCTTCATTCACG 24

w351 WP L 5o

>gb|EU025049 1| Borrelia burgdorferi isolate SI-18 16S ribosomal RNA (rrs) gene,

arti al guence

engt h= 136

Score = 48.1 hits (24), Expect = 4e-04
Identities = 24/ 24 (100@@ Gaps = 0/24 (0%

St rand= PIus/M nus
Query 1 ATCTTTCGACCTTCTTCATTCACG

it it tinlin e

>gb| EU025048. 1] Borrelia burgdorferi isolate Sl-17 16S ribosomal RNA (rrs) gene,

05-01-2008 18:28
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arti al sequence
engt h=1362

Score = 48.1 bits (24), Expect
Identities = 24/ 24 (100% Gaps
Strand=Pl us/ M nus

Query

>gb| EU025047. 1|
artial sequence
engt h=1362

Score = 48. l bits (24), Expect
Identities = 24/ 24 (100% Gaps
St rand=PI us/ M nus

Query 1

>gb| EU025046. 1|
artial sequence
engt h=1362

Score = 48. l bits (24), Expect
Identities = 24/ 24 (100% Gaps
St rand=Pl us/ M nus

Borrelia burgdorferi

Borrelia burgdorferi

file:///C:/Documents%20and%20Settings/u07210/0s%20meus%20d...

4e- 04
0/ 24 (0%

ATCTTTCGACCTTCTTCATTCACG

et a1 WTELEL T

HAlch 308

isolate SI-16 16S ribosonal RNA (rrs) gene,

4e- 04
0/ 24 (0%

ATCTTTCGACCTTCT TCATTOACG

sbjct 331 ArCIT bRy

HAlch 308

isolate SI-19 16S ribosonmal RNA (rrs) gene,

4e- 04
0/ 24 (0%

ATCTTTCGACCTTCT TCATTOACG 24

e 351 WAErEREEAEER R

>gb| EU025045. 1|
arti al sequence
engt h=1362

Score = 48. 1 bits (24), Expect
Identities = 24/ 24 (100°/<) Gaps
St rand=PI us/ M nus

Query

>gb| EU025044. 1|
artial sequence
engt h=1362

Score = 48. 1 bits (24), Expect
Identities = 24/ 24 (100°/<) Gaps
St rand=PI us/ M nus

Query 1

>gb| EU025043 1]
Eartl al guence
engt h= 136

Score = 48. 1 bits (24), Expect
Identities = 24/ 24 (100°/<) Gaps
St rand=Pl us/ M nus

Borrelia burgdorferi

Borrelia burgdorferi

Borrelia burgdorferi

HAlch 308

isolate SI-14 16S ribosonmal RNA (rrs) gene,

4e- 04
0/ 24 (0%

ATCTTTCGACCTTCT TCATTCACG

e 351 WAErEREAER R

lC!Alch 308

i solate SCSC-6 16S ri bosomal RNA (rrs) gene,

4e- 04
0/ 24 (0%

ATCTTTCGACCTTCT TCATTCACG

sbjct 331 AN rErrEAY

lC!Alch 308

i solate SCSC-5 16S ri bosomal RNA (rrs) gene,

4e- 04
0/ 24 (0%

ATCTTTCGACCTTCT TCATTCACG 24

SR Etsyesblsblin

>gb| EU025042 1]
artial guence
engt h= 136

Score = 48.1 hits (24), Expect
Identities = 24/ 24 (100°/<) Gaps
Strand=Pl us/ M nus

Borrelia burgdorferi

|C|A|C|G 308

i solate SCSC-3 16S ri bosomal RNA (rrs) gene,

4e- 04
0/ 24 (0%

05-01-2008 18:28



NCBI Blast:BorrprimerA file:///C:/Documents%20and%20Settings/u07210/0s%20meus%20d...

10 de 21

Quer ATCTTTCGACCTTCTTCATTCACG

it tinlin e

>gb|EU025041 1| Borrelia burgdorferi isolate SCSC-2 16S ri bosonal RNA (rrs) gene,

arti al guence

engt h= 136

Score = 48.1 hits (24), Expect = 4e-04
Identltles = 24/ 24 (100@@ Gaps = 0/24 (0%

St rand= PIus/M nus
ATCTTTCGACCTTCTTCATTCACG 24

e 351 WP L 5o

>gb|EU02504O 1| Borrelia burgdorferi isolate SCI-1 16S ri bosomal RNA (rrs) gene,

Eartlal guence
engt h=136

Score = 48. 1 bits (24), Expect = 4e-04
Identltles = 24/ 24 (100@@ Gaps = 0/24 (0%

St r and=Pl us/ M nus
Query 1 ATCTTTCGACCTTCTTCATTCACG

it tinlinigpe

>gb| EU025039. 1| Borrelia burgdorferi isolate SCGI-17 16S ri bosomal RNA (rrs)
gene, partial sequence
Length 1362

Score = 48.1 bits (24), Expect
Ident|t|es = 24/ 24 (1009@ Gaps
Strand=Pl us/ M nus

Query ATCTTTCGACCTTCTTCATTCACG

e o MR

>gb| EU025038. 1| Borrelia burgdorferi isolate SCGI-16 16S ribosomal RNA (rrs)
gene, partlal sequence
Length 1362

Score = 48.1 bits (24), Expect
Ident|t|es = 24/ 24 (1009@ Gaps
Strand=Pl us/ M nus

ATCTTTCGACCTTCTTCATTCACG 24

Syl i iafbidlin tivida.

>gb| EU025037. 1] Borrelia burgdorferi isolate SCGI-7 16S ribosomal RNA (rrs) gene,
artial sequence
engt h=1362

Score = 48. l bits (24), Expect
Ident|t|es = 24/ 24 (1009@ Gaps
St rand=Pl us/ M nus

Query 1 ATCTTTCGACCTTCTTCATTCACG

S syt s

>gb| EU025036. 1| Borrelia burgdorferi isolate SCGI-4 16S ribosomal RNA (rrs) gene,
artial sequence
engt h=1362

Score = 48. l bits (24), Expect
Identities = 24/ 24 (1009@ Gaps
St rand=Pl us/ M nus

ATCTTTCGACCTTCTTCATTCACG 24

Syl i iatboblin tivi

>gb| EU025035. 1| Borrelia burgdorferi isolate SCCH 30 16S ribosomal RNA (rrs)
gene, partial sequence

4e-04
0/ 24 (0%

4e-04
0/ 24 (0%

4e- 04
0/ 24 (0%

4e- 04
0/ 24 (0%

05-01-2008 18:28



NCBI Blast:BorrprimerA file:///C:/Documents%20and%20Settings/u07210/0s%20meus%20d...

11 de 21

Lengt h=1362

Score = 48. 1 bits (24), Expect
Identities = 24/ 24 (100@@ Gaps
St rand=Pl us/ M nus

Quer ATCTTTCGACCTTCTTCATTCACG

el it tinlin e

>gb| EU025034. 1| Borrelia burgdorferi isolate SCCH 28 16S ribosomal RNA (rrs)
ene, partial sequence
ength 1362

Score = 48. 1 bits (24), Expect
Ident|t|es = 24/ 24 (100@@ Gaps
St rand=Pl us/ M nus

ATCTTTCGACCTTCTTCATTCACG 24

e 351 WP L o

>gb| EU025033. 1| Borrelia burgdorferi isolate SCCH 25 16S ribosomal RNA (rrs)
ene, partlal sequence
ength 1362

Score = 48. 1 bits (24), Expect
Ident|t|es = 24/ 24 (100@@ Gaps
St rand=Pl us/ M nus

Query 1 ATCTTTCGACCTTCTTCATTCACG

el tinlinigpe

>gb| EU025032. 1| Borrelia burgdorferi isolate SCCH 24 16S ri bosomal RNA (rrs)
gene, partial sequence
Length 1362

Score = 48.1 bits (24), Expect
Ident|t|es = 24/ 24 (1009@ Gaps
Strand=Pl us/ M nus

Query ATCTTTCGACCTTCTTCATTCACG

e o MR

>gb| EU025031. 1| Borrelia burgdorferi isolate SCCH 31 16S ribosomal RNA (rrs)
gene, part|al sequence
Length 1362

Score = 48.1 bits (24), Expect
Ident|t|es = 24/ 24 (1009@ Gaps
Strand=Pl us/ M nus

ATCTTTCGACCTTCTTCATTCACG 24

Syl i iafbodlin tivida.

>gb| EU025030. 1| Borrelia burgdorferi isolate BUL-8 16S ribosomal RNA (rrs) gene,
artial sequence
engt h=1362

Score = 48. l bits (24), Expect
Ident|t|es = 24/ 24 (1009@ Gaps
St rand=PI us/ M nus

Query 1 ATCTTTCGACCTTCTTCATTCACG

S i syt s

>gb| EU025029. 1] Borrelia burgdorferi isolate BUL-3 16S ribosomal RNA (rrs) gene,
artial sequence
engt h=1362

Score = 48. l bits (24), Expect
Identities = 24/ 24 (1009@ Gaps
St rand=PI us/ M nus

Query 1 ATCTTTCGACCTTCTTCATTCACG 24

4e- 04
0/ 24 (0%

4e- 04
0/ 24 (0%

4e- 04
0/ 24 (0%

4e-04
0/ 24 (0%

4e-04
0/ 24 (0%

4e- 04
0/ 24 (0%

4e- 04
0/ 24 (0%

05-01-2008 18:28



NCBI Blast:BorrprimerA file:///C:/Documents%20and%20Settings/u07210/0s%20meus%20d...

Sbjct 331 ATOTTTOGACOTTETrEAT it 30

>gb| EU014810. 1] Borrelia burgdorferi isolate SCW3 16S ri bosomal RNA (rrs) gene,
artial sequence
engt h=1362

Score = 48. l bits (24), Expect
Identities = 24/ 24 (1009@ Gaps
St rand=Pl us/ M nus

Query 1 ATCTTTCGACCTTCTTCATTCACG

S i syt s s

>gb| EU014809. 1] Borrelia burgdorferi isolate SOw 62 16S ri bosomal RNA (rrs) gene,
artial sequence
engt h=1362

Score = 48. 1 bits (24), Expect
Identities = 24/ 24 (1009@ Gaps
St rand=PI us/ M nus

ATCTTTCGACCTTCTTCATTCACG 24

Syl i istbodlin tivi g

>gb| EU014808. 1] Borrelia burgdorferi isolate SCW53 16S ri bosomal RNA (rrs) gene,
arti al sequence
engt h=1362

Score = 48. 1 bits (24), Expect
Identities = 24/ 24 (1009@ Gaps
St rand=PI us/ M nus

Query 1 ATCTTTCGACCTTCTTCATTCACG

e 351 WP L oo

>gb| EU014807. 1] Borrelia burgdorferi isolate SCW25 16S ri bosomal RNA (rrs) gene,
artial sequence
engt h=1362

Score = 48. 1 bits (24), Expect
Identities = 24/ 24 (1009@ Gaps
St rand=Pl us/ M nus

Query 1 ATCTTTCGACCTTCTTCATTCACG

e 551 WP L oo

>gb|EU014806 1| Borrelia burgdorferi isolate SI-15 16S ribosomal RNA (rrs) gene,

4e- 04
0/ 24 (0%

4e- 04
0/ 24 (0%

4e- 04
0/ 24 (0%

4e- 04
0/ 24 (0%

arti al guence

engt h= 136

Score = 48. 1 bits (24), Expect = 4e-04
Identltles = 24/ 24 (100@@ Gaps = 0/24 (0%

St r and=Pl us/ M nus
ATCTTTCGACCTTCTTCATTCACG 24

w351 WP L 5o

>gb|EU014805 1| Borrelia burgdorferi isolate SCl-1 16S ribosomal RNA (rrs) gene,

arti al guence

engt h= 136

Score = 48.1 hits (24), Expect = 4e-04
Identities = 24/ 24 (100@@ Gaps = 0/24 (0%

St rand= PIus/M nus
Query 1 ATCTTTCGACCTTCTTCATTCACG

it tinlin e

>gb| EU014804. 1| Borrelia burgdorferi isolate SCCH 19 16S ribosomal RNA (rrs)
ene, partial sequence
ength 1362

12 de 21 05-01-2008 18:28



NCBI Blast:BorrprimerA file:///C:/Documents%20and%20Settings/u07210/0s%20meus%20d...

Score = 48.1 bits (24), Expect
Ident|t|es = 24/ 24 (1009@ Gaps
Strand=Pl us/ M nus

Query 1 ATCTTTCGACCTTCTTCATTCACG

ot g1 WL o,

>gb| EU014803. 1| Borrelia burgdorferi isolate SCCH 13 16S ri bosomal RNA (rrs)
ene, partial sequence
ength 1362

Score = 48. l bits (24), Expect
Ident|t|es = 24/ 24 (1009@ Gaps
St rand=Pl us/ M nus

Query 1 ATCTTTCGACCTTCTTCATTCACG

ot goy WL IR o,

>gb| EU014802. 1] Borrelia burgdorferi isolate SCCH 9 16S ribosomal RNA (rrs) gene,
artial sequence
engt h=1362

Score = 48. l bits (24), Expect
Ident|t|es = 24/ 24 (1009@ Gaps
St rand=PI us/ M nus

Query ATCTTTCGACCTTCTTCATTCACG 24

Sbjct 331 ATOTTTOGACITTETTEAT it 308

>gb| EU014801. 1] Borrelia burgdorferi isolate SCCH 3 16S ri bosomal RNA (rrs) gene,
arti al sequence
engt h=1362

Score = 48. 1 bits (24), Expect
Identities = 24/ 24 (1009@ Gaps
St rand=PI us/ M nus

Query 1 ATCTTTCGACCTTCTTCATTCACG

e 551 WP L 5o

>gb| EU014800. 1] Borrelia burgdorferi isolate BUL-10 16S ri bosomal RNA (rrs) gene,
artial sequence
engt h=1362

Score 48. 1 bits (24), Expect
Ident|t|es = 24/ 24 (1009@ Gaps
St rand=PI us/ M nus

Query 1 ATCTTTCGACCTTCTTCATTCACG

e 551 WP L 5o

>gb|EU014799 1| Borrelia burgdorferi isolate BUL-6 16S ribosomal RNA (rrs) gene,

4e- 04
0/ 24 (0%

4e- 04
0/ 24 (0%

4e- 04
0/ 24 (0%

4e- 04
0/ 24 (0%

4e- 04
0/ 24 (0%

arti al guence

engt h= 136

Score = 48. 1 bits (24), Expect = 4e-04
Identltles = 24/ 24 (100@@ Gaps = 0/24 (0%

St r and=Pl us/ M nus
ATCTTTCGACCTTCTTCATTCACG 24

e 351 WP L 5o

>gb|EU014798 1| Borrelia burgdorferi isolate BUL-5 16S ribosomal RNA (rrs) gene,

arti al guence

engt h= 136

Score = 48.1 hits (24), Expect = 4e-04
Identities = 24/ 24 (100@@ Gaps = 0/24 (0%

St rand= PIus/M nus

we R

13 de 21 05-01-2008 18:28



NCBI Blast:BorrprimerA file:///C:/Documents%20and%20Settings/u07210/0s%20meus%20d...

Sbjct 331 ATCTTTCGACCTTCTTCATTCACG 308

>gb|EU014797 1| Borrelia burgdorferi isolate BUL-4 16S ribosomal RNA (rrs) gene,

arti al guence

engt h= 136

Score = 48.1 hits (24), Expect = 4e-04
Identltles = 24/ 24 (100@@ Gaps = 0/24 (0%

St rand= PIus/M nus
ATCTTTCGACCTTCTTCATTCACG 24

w351 WP L 5o

>gb|EU014796 1| Borrelia burgdorferi isolate BUL-1 16S ri bosomal RNA (rrs) gene,

Eartlal guence
engt h=136

Score = 48.1 bits (24), Expect = 4e-04
Ident|t|es = 24/ 24 (1009@ Gaps = 0/24 (0%

St rand= PIus/M nus
Query 1 ATCTTTCGACCTTCTTCATTCACG

el iisstitinlin e

>gb| EF541175.1| Borrelia afzelii strain Nov1105 16S ri bosonmal RNA gene, parti al
sequence
Lengt h=1294

Score = 48.1 bits (24), Expect
Ident|t|es = 24/ 24 (1009@ Gaps
Strand=Pl us/ M nus

Query ATCTTTCGACCTTCTTCATTCACG

e s WL HHEE I

>gb| EF541174.1| Borrelia afzelii strain Nov11506 16S ri bosomal RNA gene, partia
sequence
Lengt h=1294

Score = 48.1 bits (24), Expect
Ident|t|es = 24/ 24 (1009@ Gaps
Strand=Pl us/ M nus

ATCTTTCGACCTTCTTCATTCACG 24

Syl i iafbiblin iy

>gb| EF488991. 1| Borrelia garinii strain Nov9906 16S ri bosomal RNA gene, partia
sequence
Lengt h=1292

Score = 48. l bits (24), Expect
Ident|t|es = 24/ 24 (1009@ Gaps
St rand=Pl us/ M nus

Query 1 ATCTTTCGACCTTCTTCATTCACG

ot asa WO oo,

>gb| EF488990. 1| Borrelia garinii strain Nov7006 16S ri bosomal RNA gene, partia
sequence
Lengt h=1292

Score = 48. l bits (24), Expect
Identities = 24/ 24 (1009@ Gaps
St rand=PI us/ M nus

ATCTTTCGACCTTCTTCATTCACG 24

oo asa WL oo,

>gb| EF488989. 1| Borrelia garinii strain Nov14506 16S ri bosomal RNA gene, partia
sequence
Lengt h=1292

4e-04
0/ 24 (0%

4e-04
0/ 24 (0%

4e- 04
0/ 24 (0%

4e- 04
0/ 24 (0%

14 de 21 05-01-2008 18:28



NCBI Blast:BorrprimerA

15 de 21

Score = 48. 1 bits (24), Expect
Identities = 24/ 24 (100@@ Gaps
St rand=Pl us/ M nus

Quer ATCTTTCGACCTTCTTCATTCACG

it it tinlin e

4e- 04
0/ 24 (0%

>gb| DQ463373.1] Borrelia garinii strain 05-F35P 16S ri bosonma

sequence
Lengt h=388
Score = 48. 1 bits (24), Expect = 4e-04
Identltles = 24/ 24 (100@@ Gaps = 0/24 (0%

St r and=Pl us/ M nus
ATCTTTCGACCTTCTTCATTCACG 24

w210 WP L oo

>enb| AML82231.1| Borrelia spielmanii partia
Lengt h=1389

Score = 48. l bits (24), Expect
Ident|t|es = 24/ 24 (1009@ Gaps
St rand=PI us/ M nus

ATCTTTCGACCTTCTTCATTCACG 24

o s WL o,

>enb| AML82230.1| Borrelia spielmanii partia
Lengt h=1389

Score = 48.1 bits (24), Expect
Ident|t|es = 24/ 24 (1009@ Gaps
Strand=Pl us/ M nus

Query ATCTTTCGACCTTCTTCATTCACG

e s MR o,

>enb| AML82229.1| Borrelia spielmanii partia
Lengt h=1411

Score = 48. 1 bits (24), Expect
Identities = 24/ 24 (1009@ Gaps
St rand=PI us/ M nus

Query 1 ATCTTTCGACCTTCTTCATTCACG

e sas WP HEREREL o,

>enb| AML82228. 1| Borrelia spielmanii partia
Lengt h=1409

Score = 48. l bits (24), Expect
Ident|t|es = 24/ 24 (1009@ Gaps
St rand=Pl us/ M nus

Query 1 ATCTTTCGACCTTCTTCATTCACG

ot asa WO o,

>enb| AML82227.1| Borrelia spielmanii partia
Lengt h=1412

Score = 48.1 hits (24), Expect
Identities = 24/ 24 (100@@ Gaps
Strand=Pl us/ M nus

Query 1 ATCTTTCGACCTTCTTCATTCACG

il Hiisrtitinlinige

>enb| AML82226. 1| Borrelia spielmanii partia
Lengt h=1389

4e- 04
0/ 24 (0%

4e-04
0/ 24 (0%

4e- 04
0/ 24 (0%

4e- 04
0/ 24 (0%

4e- 04
0/ 24 (0%

16S

16S

16S

16S

16S

16S

r RNA gene,

r RNA gene,

r RNA gene,

r RNA gene,

r RNA gene,

r RNA gene,

file:///C:/Documents%20and%20Settings/u07210/0s%20meus%20d...

RNA gene, parti al
strain PJes
strain PAnz
strain PMai
strain PMew
strai n PHap
strain PSigl

05-01-2008 18:28



NCBI Blast:BorrprimerA

16 de 21

file:///C:/Documents%20and%20Settings/u07210/0s%20meus%20d...

Score = 48. 1 bits (24), Expect = 4e-04
Identities = 24/ 24 (100°/<) Gaps = 0/24 (0%
St rand=Pl us/ M nus
Quer ATCTTTCGACCTTCT TCATTCACG

it Hiisstitinklinige

>emb| AMA18456. 1|
Lengt h=1420

Score = 48. l bits (24), Expect

Identities = 24/ 24 (100% Gaps
St rand=Pl us/ M nus

Query 1

Borrelia sp.

Ir-3519 parti al

16S rRNA gene, isolate Ir-3519

4e- 04
0/ 24 (0%

ATCTTTCGACCTTCT TCATTOACG

et s WO s

>enb| AMA18455. 1|
Lengt h=1210

Score = 48. 1 bits (24), Expect

Identities = 24/ 24 (100°/<) Gaps
St r and=Pl us/ M nus

Query 1

Borrelia sp.

Ir-4812 parti al

16S rRNA gene, isolate Ir-4812

4e- 04
0/ 24 (0%

ATCTTTCGACCTTCT TCATTCACG

e 106 WEHHEEAER L o

>emb| AMA18454. 1|
Lengt h=1481

Score = 48. 1 bits (24), Expect

Identities = 24/ 24 (100°/<) Gaps
St rand=PI us/ M nus

Query

Borrelia sp.

Ir-4721 parti al

16S rRNA gene, isolate Ir-4721

4e- 04
0/ 24 (0%

ATCTTTCGACCTTCT TCATTCACG

e a7 WS

>enb| AMA18453. 1|
Lengt h=1478

Score = 48.1 bits (24), Expect
ldentities = 24/ 24 (100% Gaps
Strand=Pl us/ M nus

Borrelia garini

partial 16S r RNA gene, isolate Ir-2200
4e-04
0/ 24 (0%

ATCTTTCGACCTTCT TCATTCACG 24

Sl i isfbodlin iy

>gb| DQ393306. 1|
sequence
Lengt h=522

Score = 48. l bits (24), Expect

Identities = 24/ 24 (100% Gaps
St rand=Pl us/ M nus

Query 1

Borrelia val ai si

ana strain M/ 16S ri bosonal

RNA (rrs) gene, partia

4e- 04
0/ 24 (0%

ATCTTTCGACCTTCT TCATTOACG

ot a0a WKL oo,

>gb| DQ393305. 1|
artial sequence
engt h=522

Score = 48. l bits (24), Expect
Identities = 24/ 24 (100% Gaps
St rand=PI us/ M nus

Borrelia val ai si

ana strain Anb0l1l 16S ri bosonal

RNA (rrs) gene,

4e- 04
0/ 24 (0%

ATCTTTCGACCTTCT TCATTOACG 24

ot 0n WL o)

>gb| DQB93304. 1|
gene, partial sequence

Borrelia californiensis strain CA443 16S ri bosomal

RNA (rrs)

05-01-2008 18:28



NCBI Blast:BorrprimerA file:///C:/Documents%20and%20Settings/u07210/0s%20meus%20d...

Lengt h=522

Score = 48. 1 bits (24), Expect
Identities = 24/ 24 (100@@ Gaps
St rand=Pl us/ M nus

Quer ATCTTTCGACCTTCTTCATTCACG

il iisrtitinlin e

>gb| DQB93303. 1| Borrelia californiensis strain CA404 16S ribosomal RNA (rrs)
ene, partial sequence
ength 522

Score = 48. 1 bits (24), Expect
Ident|t|es = 24/ 24 (100@@ Gaps
St rand=Pl us/ M nus

ATCTTTCGACCTTCTTCATTCACG 24

e s0s MEPHHEAE LB o7,

>gb| DQB93302. 1| Borrelia andersonii strain 19952 16S ribosormal RNA (rrs) gene,
artial sequence
engt h=522

Score = 48. 1 bits (24), Expect
Ident|t|es = 24/ 24 (100@@ Gaps
St rand=Pl us/ M nus

Query 1 ATCTTTCGACCTTCTTCATTCACG

it i srtitinklin e

>gb| DQ393301. 1] Borrelia andersonii strain 21133 16S ri bosomal RNA (rrs) gene,
Eartlal seqguence
engt h=522

Score = 48.1 bits (24), Expect
Ident|t|es = 24/ 24 (1009@ Gaps
Strand=Pl us/ M nus

Query ATCTTTCGACCTTCTTCATTCACG

e e WP IREE o,

>gb| DQ393300. 1| Borrelia andersonii strain 21123 16S ri bosomal RNA (rrs) gene,
Eartlal sequence
engt h=522

Score = 48.1 bits (24), Expect
Ident|t|es = 24/ 24 (1009@ Gaps
Strand=Pl us/ M nus

ATCTTTCGACCTTCTTCATTCACG 24

i i isfbidlin tivide

>gb| DQ393299. 1] Borrelia burgdorferi strain 5LM218 16S ri bosomal RNA (rrs) gene,
artial sequence
engt h=522

Score = 48. l bits (24), Expect
Ident|t|es = 24/ 24 (1009@ Gaps
St rand=PI us/ M nus

Query 1 ATCTTTCGACCTTCTTCATTCACG

ot a0a WK oo,

>gb| DQ393298. 1| Borrelia burgdorferi strain zZ51094 16S ri bosomal RNA (rrs) gene,
artial sequence
engt h=522

Score = 48. l bits (24), Expect
Identities = 24/ 24 (1009@ Gaps
St rand=PI us/ M nus

Query 1 ATCTTTCGACCTTCTTCATTCACG 24

4e- 04
0/ 24 (0%

4e- 04
0/ 24 (0%

4e- 04
0/ 24 (0%

4e-04
0/ 24 (0%

4e-04
0/ 24 (0%

4e- 04
0/ 24 (0%

4e- 04
0/ 24 (0%

17 de 21 05-01-2008 18:28



NCBI Blast:BorrprimerA file:///C:/Documents%20and%20Settings/u07210/0s%20meus%20d...

18 de 21

Sbjct 394 ATOTTTOGACITTETTEATHENds 371

>gb| DQ393297. 1] Borrelia burgdorferi strain Sh-2-82 16S ribosomal RNA (rrs) gene,
artial sequence
engt h=522

Score = 48. l bits (24), Expect
Identities = 24/ 24 (1009@ Gaps
St rand=Pl us/ M nus

Query 1 ATCTTTCGACCTTCTTCATTCACG

ot a0a WK oo,

>gb| AY884354. 1| Borrelia sp. WO7F51 16S ri bosomal RNA gene, partial sequence
Lengt h=567

Score = 48.1 bits (24), Expect
Ident|t|es = 24/ 24 (1009@ Gaps
Strand=Pl us/ M nus

Query 1 ATCTTTCGACCTTCTTCATTCACG

it tinlinigpen

>dbj|ABO91469 2| Borrelia val aisiana gene for 16S rRNA, partial sequence, strain:O
Lengt h=1257

Score = 48. 1 bits (24), Expect
Identities = 24/ 24 (1009@ Gaps
St rand=Pl us/ M nus

Query 1 ATCTTTCGACCTTCTTCATTCACG

e 200 WP L e

>dbj|A8091465 2| Borrelia val ai siana gene for 16S rRNA, partial sequence, strain:O
Lengt h=1256

Score = 48.1 bits (24), Expect
Ident|t|es = 24/ 24 (1009@ Gaps
Strand=Pl us/ M nus

ATCTTTCGACCTTCTTCATTCACG 24

Sl i st iblin iyt

>dbj|A8091463 2| Borrelia val aisiana gene for 16S rRNA, partial sequence, strain:O
Lengt h=1257

Score = 48. 1 bits (24), Expect
Ident|t|es = 24/ 24 (100@@ Gaps
St rand=Pl us/ M nus

ATCTTTCGACCTTCTTCATTCACG 24

e 200 WP B e

>db]|ABO91460 2| Borrelia val aisiana gene for 16S rRNA, partial sequence, strain:O
Lengt h=1257

Score = 48. l bits (24), Expect
Ident|t|es = 24/ 24 (1009@ Gaps
St rand=Pl us/ M nus

ATCTTTCGACCTTCTTCATTCACG 24

et 0o Wk, oo

>dbj | AB091457.2| Borrelia val ai siana gene for 16S rRNA, partial sequence, strain:O
Lengt h=1256

Score = 48. 1 bits (24), Expect
Identities = 24/ 24 (100@@ Gaps
St rand=Pl us/ M nus

Query 1 ATCTTTCGACCTTCTTCATTCACG 24

4e- 04
0/ 24 (0%

4e-04
0/ 24 (0%

4e- 04
0/ 24 (0%

4e-04
0/ 24 (0%

4e- 04
0/ 24 (0%

4e- 04
0/ 24 (0%

4e- 04
0/ 24 (0%
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Sbict 298 ATOTTTOGACITTETTEAT TN 275

>dbj|A8091456 2| Borrelia val aisiana gene for
Lengt h=1256

Score = 48.1 hits (24), Expect
Ident|t|es = 24/ 24 (100@@ Gaps
Strand=Pl us/ M nus

ATCTTTCGACCTTCTTCATTCACG 24

e 255 MEPHHEAE LB e

>dbj|ABO91468 1| Borrelia val ai siana gene for
Lengt h=1257

Score = 48. 1 bits (24), Expect
Identities = 24/ 24 (1009@ Gaps
St rand=Pl us/ M nus

ATCTTTCGACCTTCTTCATTCACG 24

et 0o Wk oo

>dbj | AB091467.1| Borrelia val ai siana gene for
Lengt h=1257

Score = 48.1 bits (24), Expect
Ident|t|es = 24/ 24 (1009@ Gaps
St rand=Pl us/ M nus

Query ATCTTTCGACCTTCTTCATTCACG

e 200 WL

>dbj | AB091466. 1| Borrelia val ai siana gene for
Lengt h=1257

Score = 48. 1 bits (24), Expect
Identities = 24/ 24 (1009@ Gaps
St rand=Pl us/ M nus

Query 1 ATCTTTCGACCTTCTTCATTCACG

e 200 WP e

>dbj | AB091464. 1| Borrelia val ai siana gene for
Lengt h=1257

Score = 48. l bits (24), Expect
Ident|t|es = 24/ 24 (1009@ Gaps
St rand=PI us/ M nus

Query 1 ATCTTTCGACCTTCTTCATTCACG

ot 20s WK oo

>dbj|A8091462 1| Borrelia val ai siana gene for
Lengt h=1256

Score = 48. 1 bits (24), Expect
Ident|t|es = 24/ 24 (100@@ Gaps
St rand=Pl us/ M nus

Query 1 ATCTTTCGACCTTCTTCATTCACG

el i sstihtintlin e

>db]|ABO91461 1| Borrelia valaisiana gene for
Lengt h=1257

Score = 48.1 bits (24), Expect
Ident|t|es = 24/ 24 (1009@ Gaps
Strand=Pl us/ M nus

A i i .

4e- 04
0/ 24 (0%

4e- 04
0/ 24 (0%

4e-04
0/ 24 (0%

4e- 04
0/ 24 (0%

4e- 04
0/ 24 (0%

4e- 04
0/ 24 (0%

4e- 04
0/ 24 (0%

16S

16S

16S

16S

16S

16S

16S

r RNA,

r RNA,

r RNA,

r RNA,

r RNA,

r RNA,

r RNA,

parti

parti

parti

parti

parti

parti

parti

a

a

a

a

a

a

a

sequence,

sequence,

sequence,

sequence,

sequence,

sequence,

sequence,
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strain: O

strain: O

strain: O

strain: O

strain: O

strain: O

strain: O
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file:///C:/Documents%20and%20Settings/u07210/0s%20meus%20d...

Shbjct 299 ATCTTTCGACCTTCTTCATTCACG 276
>dbj | AB091459. 1| Borrelia val aisiana gene for 16S rRNA, partial sequence, strain:O
Lengt h=1257

Score = 48. l bits (24), Expect = 4e-04

Identities = 24/ 24 (1009@ Gaps = 0/24 (0%

St rand=PI us/ M nus
Query 1 ATCTTTFF?CCTTCTTCATTF?FF
Sbhjct 299 A#Ck## CC##C## ##CACG 276
>dbj | AB091458. 1| Borrelia val ai siana gene for 16S rRNA, partial sequence, strain:O
Lengt h=1257

Score = 48.1 bits (24), Expect = 4e-04

Ident|t|es = 24/ 24 (1009@ Gaps = 0/24 (0%

Strand=Pl us/ M nus
Query 1 ATCTTTFFFCCTTCTTCATTF?FF
Sbjct 299 A#C#%# CC##C## ##CACG 276
>dbj|ABl78152 1| Borrelia afzelii gene for 16S rRNA, partial sequence, strain:N63
Lengt h=1267

Score = 48. 1 bits (24), Expect = 4e-04

Identities = 24/ 24 (1009@ Gaps = 0/24 (0%

St rand=PI us/ M nus
Query 1 ATCTTTFF?CCTTCTTCATTF?FF
Shjct 311 A#C### CC##C## ##CACG 288
>db]|ABl7815l 1| Borrelia garinii gene for 16S rRNA, partial sequence, strain:Nr26
Lengt h=1260

Score = 48.1 bits (24), Expect = 4e-04

Ident|t|es = 24/ 24 (1009@ Gaps = 0/24 (0%

Strand=Pl us/ M nus
Query ATCTTTFFFCCTTCTTCATTF?FF 24

Sbjct 306 ATCrHHOGhGOTrCh AT rEhts 283

>dbj | ABL78150.1| Borrelia afzelii gene for 16S rRNA, partial sequence, strain: N 25
Lengt h=1264

Score = 48. 1 bits (24), Expect = 4e-04

Identltles = 24/ 24 (100@@ Gaps = 0/24 (0%

St rand=Pl us/ M nus
Query ATCTTTFF?CCTTCTTCATTF?FF 24

Shjct 308 A#C#%# CC##C## ##CACG 285

>db]|ABl78149 1| Borrelia valaisiana gene for 16S rRNA, partial sequence, strain:N
Lengt h=1261

Score = 48. l bits (24), Expect = 4e-04

Ident|t|es = 24/ 24 (1009@ Gaps = 0/24 (0%

St rand=Pl us/ M nus
Query ATCTTTFF?CCTTCTTCATTF?FF 24

sojct 308 ArorrrbEAEErrE AR EhbG 285

>dbj | ABL78148.1| Borrelia garinii gene for 16S rRNA, partial sequence, strain:Nr19
Lengt h=1259

Score = 48. 1 bits (24), Expect = 4e-04

Identities = 24/ 24 (100@@ Gaps = 0/24 (0%

St rand=Pl us/ M nus

Quer ATCTTTFF?CCTTCTTCATTF?FF

Sbth 304 A#C#%# CC##C## ##CACG 281
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Dat abase:
sampl es or
Post ed dat e:
Nurber o

Nunber of sequences in database:
K

Lanbda

1.37

Gapped
Lanbda

1.37

Matri x:

Gap Penalti es:
Sequences:

Number
Nurnber
Nurber
Nurber
Nunber
Numnber
Nurber
Nurber
Length
Length
Length
Ef fecti
Ef f ecti
Ef f ecti
Ef fecti
A 0

f

K
0.711

Al'l

0.711

1.31

1.31

blastn matrix:1 -3

of
of
of

(28.

Exi st ence:

6196379

Hts to DB: 14116280
ext ensi ons: 5591328

successf ul
sequences better than 1000: 799

ext ensi ons:

file:///C:/Documents%20and%20Settings/u07210/0s%20meus%20d...

GenBank+EMBL+DDBJ+PDB sequences (but no EST, STS, GSS, environment al
phase 0, 1 or 2 HIGS sequences)

Dec 19, 2007 5:48 PM

letters in database:

935, 294, 007

5, Extension:

26054

6, 196, 379

HSP's better than 1000 wi t hout gapping: O
HSP' s gapped: 26054

HSP' s successful ly gapped: 820
query: 24
dat abase

ust nent :
| ength of query: 5

 engt h of database:
search space:
search space used

NWOoO N

bits)
bits)
bits)
bits)
bits)

22410130487

19

22292399286
111461996430
111461996430
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